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Detailed protocol 


Gene-by-environment correlations were calculated with the RERconverge package available on GitHub: hitps://github.com/nclark-lab/RERconverge 


There we provide a full Walk Through of how to use RERconverge to calculate correlations with any trait of interest. This link will take you to the most current 
version: https://github.com/nclark-lab/RERconverge/wiki/Vignettes 


We also provide here the attached pdf of the Walk Through as it is in May 2020. Thanks for your interest. 


Related files 


RERconvergeAnalysisFullWalkthrough. pdf ® 
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